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1 HGNC:HUGO™? Gene Nomenclature Committee
%2 HUGO:Human Genome Organization
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scses | MESEXIEIREE FMRTHRIT MESEXAEIREE FMR1AEAT
ace7i | BRE/NKZEIERE SCAT ATXNT fEHT SCA1 ATXN1f&#T
scg7y | BRE/INRZEIEAE SCA2 ATXNZFRHT SCA2 ATXN2f##T
scgrs | BRE/NMZEIEAE SCA3 ATXNIEAT SCA3(MJD) ATXN3fZ 4T
scg7a | BEE/IMRZEIEAE SCA6 CACNATARRHT SCA6 CACNATAFRHT
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